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Spanish merino origi

First improvement by Romans
(S.1b.C.)

Selection criterion: White fleece
and fine wool
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Market

Crisis of the 1960s
Selection criterion
Wool to meat

Current census. Merino type and
Pure Merino

Current wool market

Carbon footprint




1) Q‘{.’T- "

P

TLlRe
A
o




- 5
,:“\. ‘v“

Loy
-~ "q,"f‘, .h";'-“
o 1A o




@3 GENUINE MERINO

ASOCIACION NACIONAL
CRIADORES GANADO MERINO

MERINA




ICAR 2023
* Fiber Diameter (FD)
Standard Deviation (SD)

Coefficient of Variation (CV%)

OFDA 2000
* Comfort Factor (CF%)

| (Optical Flbre- . staple Length (5L 1 y
Diameter Analysis) . o, < A
'#

% [ o o
1 ré'g"? sk

! ook Y lt *:’
: ". \-:

1.

\ [/
Q‘Qb CENSYRA

" ‘~ centro de seleccion y reproduccion animal




ICAR 12023
Wool parameters

Livestock
Genetics
from

Spain

Table 1. Descriptive statistical of the wool parameters related to Fiber Diameter (FD) and
Staple Length analysed (SD), obtained from the Spanish Merino population analysed.

Sample Min Max Mean
Fiber Diameter (p) 15.2 28.5 22.2
Standard Deviation FD (n) 2.3 6.6 3.8
Coefficient of Variation FD (%) 12 29 17.48
Comfort Factor (%) 70.8 100 95.7

Staple Length (mm) 15 85 42
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* Group selection

WHOLE GENOME SEQUENCING: . Blood extraction

* DNA purification

* Library preparation

41,308,360 DNA variants

Sequencing

* Data processing

analyzing insert size distribution for orientation
(25, 50, 75) percenti (43, 100, 180)

low and high boundari for computing mean and std.
mean and std.dev ; 9, 91.93)

Cluster Growth

. low and high boundari for proper pair (1, 591)
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